The microbiological and epidemiological correlates of vaginal colonisation by Mobiluncus 
Introduction
There are currently two known species of the genus Mobiluncus: M curtisii and M mulieris.' These organisms are extremely fastidious, requiring fresh moist media and extended anaerobic incubation for isolation. Because of the difficulty in isolating these organisms by culture, most researchers attempting to define the prevalence of this organism have used direct techniques such as Gram Lacto- bacillus and Candida albicans were inoculated immediately onto the appropriate growth media as previously described.'2 Endocervical specimens for Chlamydia trachomatis and herpes simplex virus (HSV) cultures were transported in tissue culture medium with antibiotics and stored at 4'C until inoculated (within 6 hours for HSV and cytomegalovirus and within 24 hours for C trachomatis).
Statistical methods
Associations between Mobiluncus or BV and the presence of other pathogens or demographic variables were first identified by univariate analyses. These associations were measured using the odds ratio (OR) with the corresponding P value based on the chi square test of whether the OR was equal to one (indicating no association)." Approximate 95% In view of the multiple associations between these infections, a logistic regression analysis was used to determine which of these organisms were independently associated with BV. The association between each organism and BV was adjusted for coinfection by each of the other organisms. As shown in table 1, Mobiluncus, G vaginalis, and M hominis remained strongly and independently associated with BV, and facultative lactobacilli, yeast and HSV were negatively associated after adjustment in the multivariate analysis.
To assess the possibility that each of these associations is secondary to some other unidentified microbial pathogen or nonmicrobial correlate of BV, the relationship of Mobiluncus, G vaginalis, M 
